Folate functions as a cofactor and as an acceptor and donor of single carbon units in many metabolic reac tions involving amino acid and nucleotide synthesis. The classical symptom of a folate deficiency in humans is a megaloblastic anemia that is indistinguishable from that caused by vitamin B12 deficiency (1) . Depressed folate status is also associated with an increased risk for cancer, vascular disease (2, 3) and neural tube defects (4).
Little attention was directed towards folate intake in Japan until the November 2000 publication of the stan dard Tables of Food Composition in Japan, 5th Revised Edition (5). The sixth revision of the RDAs for Japanese to be used from April 2000 to March 2005 (6) estab lished allowance and tolerable upper intake levels for folate based on two Western reports of folate status (7, 8). However, some values for B vitamins in foods in the Japanese food table differ from those in foreign publica tions. Thus, the RDAs for the Japanese population, based on Western nutrition status, might be erroneous. Moreover, differences among races, ethnic groups and genetic polymorphisms should be considered with respect to folate status.
The enzyme, 5,10-methylenetetrahydrofolate reduc tase (MTHFR), which produces the 5-methyltetrahydro folate (5-methyl-THF) required to convert homocys teine to methionine, plays an essential role in the metabolism of folate and homocysteine. The most com mon mutation of MTHFR is a C to T substitution at 677 that causes a substitution of valine for alanine in the functional enzyme (9). Individuals with the TT geno type have lower plasma folate levels, higher plasma homocysteine levels and a higher risk for vascular dis ease and neural tube defects (NTD5) (10-14). The fre quency of the TT genotype is over 10% in the Japanese population (15, 16), and its influence on folate status cannot be disregarded. intake data differed from theirs. The present study has calculated folate intake in young Japanese women based on both the Japanese (5th revision) and US food tables. I also investigated the influence of MTHFR C677T polymorphism on the folate status response to dietary folate intake.
METHODS
Subjects. I recruited 340 healthy women aged 20 22y from among the students of Kagawa Nutrition University, whose blood chemistry profiles were normal. None were using vitamin supplements or medications. I determined the serum folate and tHcy concentrations in all participants and obtained DNA from 252 of them. Nutrition intake data were available from all of the women. The study was carried out in accordance with the instructions of the Declaration of Helsinki. I obtained written, informed consent from each partici pant and the Medical Ethics Committee of Kagawa Nutrition University approved the study protocol.
Nutrient intake. The participants weighed and recorded all food and drink consumed during the 3 con secutive days prior to the day when blood samples were collected. The dietary analysis program Excel Eiyoukun [version 3.0 (Kenpakusha)] calculated dietary folate intake based on the fifth revised edition of the Standard Tables of Food Composition in Japan (5) and "Bowes and Church's Food Values of Portions Commonly Used" (20), which omits foods fortified with folic acid, based on the USDA Nutrient Database. Food items not men tioned in the food tables were substituted for using the mean values of the items contained in comparable food groups. Folate values (per 100g) of 180 food items in the Japanese food table were compared with those in US food composition tables. Moreover, I compared the folate values of 36 foods consumed on a daily basis in Japan using three food tables: Japan, US and UK (21). The choice of these food items for comparison was based on the availability of folate values in all three food composition tables. The main sources of dietary folate in the Japanese table were vegetables (such as spinach, cabbage, broc coli, and lettuce), green tea, eggs, fruit, bread and bak ery products (Table 1) .
Serum folate significantly differed between individu als who consumed folate more and less than the RDA ( Table 2 ). Serum folate concentrations were signifi cantly correlated with folate intake calculated with the Japanese (r=0.249, p<0.001) and US (r=0.220, p< 0.001) tables. No individuals had serum folate concen trations indicative of deficiency below 6.8nmol/L. The 2.5th and 97.5th percentiles of the serum folate calcu lated from normalized measurements in participants with folate intake above RDA according to the Japanese food table, who were regarded as not marginal deficient, were 9.7 and 28.0nmol/L. Serum folate concentrations were below the 2.5th percentile, 9.7nmol/L, in 2.4% (n=8) of all participants. Five women of them con- Table 1 . Major source of folate for young Japanese women. 
DISCUSSION
Inadequate folate intake results in NTDs and hyper megaloblastic anemia, which is the most common cause of a clinically apparent folate deficiency. A folate deficiency would have historically been quite rare among Japanese who consumed a traditional diet. However, folate intake has been difficult to estimate because food folate amounts were not available until the fifth revision of the Japanese food tables was pub lished in November 2000 (5). The present study as sessed dietary folate intake among young Japanese females using the food composition tables in Japan and compared the values calculated using US food tables. I found that the use of these tables led to variations in values for folate intake. When using the Japanese and US tables, 13.9% and over 50% of the individuals, respectively, consumed less than the RDA for folate, and 153 of 294 individuals who consumed more than the RDA for folate according to the Japanese The present study identified 15% of the participants as having the TT genotype of the MTHFR gene. This fre quency is similar to that previously determined among Japanese individuals (36, 37). Distribution of the MTHFR C677T polymorphism is worldwide, but its fre quency varies among racial and ethnic groups. The Jap anese population tends to have a higher rate of the TT genotype than other populations (12, 38). 
